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Background: Sulfonylureas are mainstay of pharmacotherapy for type 2 diabetes mellitus (T2DM). Individual variability 
exists in pharmacokinetic and pharmacodynamic responses adverse effects to sulfonylurea.
Objective: To determine frequency of cytochrome P450 2C9 mutant allele CYP2C93*, in T2DM patients on sulfonylurea 
therapy, and to ascertain the frequency of adverse drug reactions (ADR) with respect to particular allelic distribution.
Materials and Methods: A hospital-based prospective observational study was carried out in a tertiary-care teaching 
hospital. Study included 136 T2DM patients on sulfonylurea therapy (83 with ≥1 ADR and 53 without ADR). DNA was 
isolated from the blood samples taken from all 136 patients by DNA isolation. PCR-RFLP (restriction fragment length 
polymorphism) technique was used for detection of CYP2C93* (Ile359Leu) allele and the wild type allele CYP2C91* by 
digestion with restriction enzyme. Data were analyzed using Statistical Package for Social Survey (SPSS) for Windows, 
version 16.0 and Microsoft Excel to determine descriptive statistics.
Result: Allele CYP2C93* was detected in 11 patients. All alleles negative for the nucleotide substitutions at position 42614 (*3) 
were presumed to be wild type CYP2C9*1. Among the patients with CYP2C93* allele 11 patients experienced hypoglycemia 
and one patient experienced acute visual disturbances. No CYP2C93* was detected in the subjects without ADR.
Conclusion: In our study CYP2C93* was identified in 11 patients experiencing hypoglycaemia and in one patient 
experiencing acute visual disturbances. In view of the existence of such polymorphisms and its effects on sulfonylurea 
therapy further studies are required to assess the magnitude of such problems in T2DM.
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a mainstay of T2DM pharmacotherapy for a long duration of 
time. It is well-established that inter-individual variability exists 
in the pharmacokinetic and pharmacodynamic responses to 
sulfonylurea and also its adverse effects. The evolving field 
of pharmacogenomics is being increasingly applied to sulfon-
ylureas to elucidate the genetic background of this response 
variability. The identification of such genetic biomarkers that 
predict antidiabetic treatment response can advance current 
clinical practice in diabetes.

The cytochrome P450 enzyme CYP2C9 is primarily 
responsible for the oxidative metabolism of many sulfony-
lureas including glibenclamide, glimepiride, and glipizide.[4] 
CYP2C9 isoenzyme is highly polymorphic. Till date more than 
34 different alleles for CYP2C9 have been discovered of which 
CYP2C91*, CYP2C92*, and CYP2C93* seem to be important 
because of their high allele frequency.[5] These three alleles, 
CYP2C9*1, *2 and *3, are present in most ethnic populations 

Introduction

The prevalence of diabetes has increased rapidly during 
the past few decades worldwide, from 35 million in 1985 to 
nearly 387 million in 2014.[1,2] In adult, type 2 diabetes mellitus 
(T2DM) is the most prevalent form accounting for 90%–95% 
of worldwide cases of diabetes.[3] Sulfonylureas have been 
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and decreased CYP2C9 function has been reported in indi-
viduals with the CYP2C9*2 and *3 mutant alleles.[6,7] As the 
metabolism of these drugs is influenced by the genetic varia-
bility of such allelic distributions, the doses of these drugs may 
need to be adjusted according to CYP2C9 genotype. While 
the observations that CYP2C9 polymorphisms influence  
sulfonylurea metabolism and adverse effects are intriguing, 
the overall published data on frequency of Cytochrome P450 
2C9 mutant allele CYP2C93* in T2DM patients who are on 
sulfonylurea therapy, are very limited. Therefore, this study 
was carried out in a tertiary care teaching hospital situated in 
north east India to find out the frequency of Cytochrome P450 
2C9 mutant allele CYP2C93*, in T2DM patients under sulfon-
ylurea therapy and to ascertain the frequency of adverse drug 
reactions (ADR) with respect to particular allelic distribution.

Materials and Methods

This study was a hospital-based prospective study, carried 
out between July 2012 and July 2014 in patients attending 
the outpatient departments of medicine and endocrinology 
departments of a tertiary care teaching hospital in the north 
eastern region of India catering to several north eastern states 
of the country. A total of 136 consecutive patients with T2DM, 
who were on sulfonylurea therapy for a duration of minimum 
1 month were selected for the study. The sample consisted of 
two groups: (1) one group of 83 patients on sulfonylurea ther-
apy experiencing at least one ADR - 38 patients on glimepiride 
(1–2 mg/day), 19 patients on gliclazide (80 mg/day), 20 patients 
on glipizide (2.5–5 mg/day), and 6 patients on glibenclamide 
(1.25–5 mg/day); and (2) the other group of 53 patients also 
on sulfonylurea therapy but who did not have any documented 
ADRs. Due to constraints of time and resources we adopted a 
method of consecutive sampling taken within a fixed period of 
time, thereby including all cases encountered during the given 
study period. The participants were enrolled in the study after 
having satisfied the selection criteria and having given consent 
for participation in the study. Ethical clearance was obtained 
from the Institutional Ethical Committee. 

Patients with T2DM diagnosed as per American Diabetic 
Association (ADA)[8] and aged ≥35 years, who have been on 
sulfonylurea therapy for a duration of minimum of 1 month 
were included for the study. Patients who were seriously ill, 
those with chronic kidney disease and/or liver disease, and 
those receiving any other concomitant medications likely to 
inhibit or induce CYP2C9 activity are excluded from the study.

Procedure
Blood was withdrawn from both groups of patients and 

DNA was isolated from the blood samples by DNA isolation 
kit (Hipure blood genomic DNA mini preparation kit, Himedia). 
The extracted DNA samples were kept at −80  °C. PCR-
RFLP (restriction fragment length polymorphism) technique 
was used for detection of CYP2C93* (Ile359Leu) allele and 

the wild type allele CYP2C91* by digestion with restriction 
enzyme.[9] For CYP2C9*3, two forward primers (F1 and F2) 
and one reverse primer (R) were used.

F1 (5’–AATAATAATATGCACGAGGTCCAGAGATGC–3)
F2 (5’-AATAATAATATGCACGAGGTCCAGAGGTAC–3’) 
R (5’–GATACTATGAATTTGGGGACTTC–3’).
Forward primer F1 and F2 together with the reverse 

primer R lead to two different amplicons for the wild type allele 
and two different amp icons for the CYP2C9*3 allele in two 
separate restriction reactions. The PCR products were then 
digested with either NsiI or KpnI restriction enzyme.[9]

Statistical Analysis
The data were analyzed using Statistical Package for 

Social Survey (SPSS) for Windows, version 16.0 and Micrsoft 
Excel to determine descriptive statistics.

Result

The distribution of CYP2C9*1/*1, CYP2C9*1/*3, and 
CYP2C9*3/*3 in both the groups with and without ADRs is 
depicted in Table 1. The allele (CYP2C91*, CYP2C93*) dis-
tribution frequency noted among 83 patients who had sus-
pected adverse drug reaction due to sulfonylurea treatment 
is shown in Table 2. The individual ADRs with different types 
of sulfonylurea observed in our study are shown in Table 3.

Table 1: Allele (CYP2C91*, CYP2C92*, CYP2C93*) frequency in 
T2DM patient with and without suspected adverse drug reactions 
(ADRs) taking sulfonylurea

Allele ADRs n (%) No. of patients

With Without n

CYP2C91* 72(52.94) 53(38.97) 125(91.91)
CYP2C92* 0(0.00) 0(0.00) 0(0.0)
CYP2C93* 11(8.09)) 0(0.00) 11(8.09)
Total 83(61.03) 53(38.97) 136(100)

Table 2: Frequency of allele (CYP2C91*, CYP2C93*) distribution 
among 83 patients with suspected adverse drug reaction due to 
sulfonylurea treatment

Drug Frequency of adverse drug reaction

CYP2C91* CYP2C93*

Male Female Male Female

Glimepiride 25(30.12) 7(8.43) 5(6.02) 1(1.20)
Gliclazide 9(10.84) 8(9.63) 2(2.41) 0(0.0)
Glipizide 12(14.58) 6(7.22) 2(2.41) 0(0.0)
Glibenclamide 5(6.02) 0(0.0) 1(1.20) 0(0.0)
Total 51(61.44) 21(25.30) 10(12.05) 1(1.20)
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Allele CYP2C93* was detected in 11 patients. All alleles 
negative for the nucleotide substitutions at position 42614 (*3) 
were presumed to be wild type CYP2C9*1. The amplicon of 
the wild type allele defined by primer F1 carries the recog-
nition site for NsiI and can therefore be cut by this enzyme, 
whereas the amplicon defined by primer F2 has no complete 
recognition site for KpnI and cannot be cut. Digestion with 
NsiI leads to a product (126bp) only for the wild-type allele. 
Digestion with KpnI leads to a product (126 bp) only for the 
CYP2C9*3 allele. Allele for CYP2C93* showed kpn1 diges-
tion at 126 base pair, others showed Nsil digestion at 126bp 
which indicated wild type CYP2C91. Allele and ADRs showed 
substantial shared variation and were mutually correlative in 
our study. The odds of outcome with ADR were found to be 
significant (OR = 0.57; 95% CI: 0.48–0.66).

Discussion

To determine the influence of these CYP2C9 polymor-
phic mutant alleles in T2DM patients undergoing ADR, the 
first step was to find the frequency of the prevalence of 
ADR due to sulfonylurea treatment in the diabetic population 
under study. ADR was defined as “an appreciably harmful or 
unpleasant reaction, resulting from an intervention related to 
the use of a medicinal product, which predicts hazard from 
future administration and warrants prevention or specific 
treatment, or alteration of the dosage regimen, or withdrawal 

of the product.”[10] We followed this by detecting frequency of 
the mutant CYP2C93* in both the groups with ADR and with-
out ADR. Subsequently we studied the frequency distribution 
of the variant form of CYP2C9 in the T2DM population expe-
riencing ADR due to sulfonylurea. CYP2C93* was identified 
in 11 patients experiencing hypoglycemia and in one patient 
experiencing acute visual disturbances. No CYP2C93* was 
detected in the subjects without ADR. Presence of allele 
CYP2C93* in the subjects with hypoglycemic events probably 
explains the reduced metabolism of sulfonylurea resulting in 
higher bioavailability and lower clearance of the drug in the 
subjects and resulting in ADRs.

With respect to drug-metabolizing enzyme polymor-
phisms, CYP2C9*3 (Ile359Leu) influences the pharmacoki-
netics of many sulfonylureas.[11] Oral clearance of drugs such 
as tolbutamide, glibenclamide, glipizide, and glimepiride is 
reduced in patients carrying a CYP2C9*3 allele, resulting in 
decreased clearance and increased plasma drug exposure of 
most of these agents. An earlier study showed that carriers 
of a CYP2C9*3 allele required significantly lower tolbutamide 
doses than wild-type homozygote.[12]

Polymorphisms of CYP2C9 gene significantly affects the 
response of diabetic patients to sulfonylureas because of its 
diminished metabolism followed by increase in drug bioavail-
ability and consequent risk of adverse drug reaction. In allele 
CYP2C93* there is a change of nucleoside from adenine to 
cytosine at gene position 42614 which results in the amino 
acid substitution of isoleucine by leucine in protein position 

Table 3: Various types of adverse drug reactions (ADRs) associated with drugs 

Type of ADRs Drug used 

Glimeperide Glipizide Glibenclamide Gliclazide 

N = 38 N = 20 N = 6 N = 19

Hypoglycemia 8(20.1%) 4(20%) 2(33.33) 4(21.05)
Vomiting 0(0.0) 1(5%) 0(0.0) 1(5.26)
Urinary retention 3(7.8%) 2(10%) 0(0.0) 0(0.0)
Abdominal discomfort 4(10.5%) 3(15%) 0(0.0) 0(0.0)
Diarrhea 0(0.0) 0(0.0) 0(0.0) 2(10.52)
Elevation of liver enzymes 1(2.6%) 0(0.0) 0(0.0) 0(0.0)
Cholestasis 0(0.0) 0(0.0) 0(0.0) 0(0.0)
Jaundice 0(0.0) 0(0.0) 0(0.0) 0(0.0)
Allergic reaction 0(0.0) 0(0.0) 0(0.0) 0(0.0)
Generalized weakness 0(0.0) 1(5%) 0(0.0) 0(0.0)
Edema 3(7.8%) 5(25%) 0(0.0) 1(5.26)
Flautulence 0(0.0) 3(15%) 0(0.0) 0(0.0)
Agranulocytosis 0(0.0) 0(0.0) 0(0.0) 0(0.0)
Anemia 1(2.6%) 0(0.0) 0(0.0) 0(0.0)
Aplastic anemia 0(0.0) 0(0.0) 0(0.0) 7(36.84)
Paresthesia 9(23.6%) 0(0.0) 2(33.33) 0(0.0)
Hyponatremia 1(2.6%) 0(0.0) 0(0.0) 0(0.0)
Visual disturbances 8(21%) 1(5%) 2(33.33) 4(21.05)
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359 resulting in a 70% reduction in enzyme activity compared 
to wild type.[13] This gives an insight into the fact that individu-
als with genetically determined low CYP2C9 activity can be at 
a risk for sulfonylurea-associated ADR.

Conclusion

In our study CYP2C93* was identified in 11 patients expe-
riencing hypoglycemia and in one patient experiencing acute 
visual disturbances as an ADR to sulfonylurea therapy. No 
CYP2C93* was detected in the subjects without ADR. This 
study thus opens new avenues for greater and serious inves-
tigations in light of existence of polymorphisms to handle clin-
ical situations systematically and attain improved standards 
of diabetic care.

References

	 1.	 The world health report 2002. Reducing Risks, Promoting 
Healthy Life. Available at: http://www.who.int/whr/2002/en/
accessed (last accessed on April 3, 2016).

	 2.	 IDF Atlas 2014. Available at: http://www.idf.org/sites/default/files/
EN_6E_Atlas_Full_0.pdf (last accessed on April 3, 2016).

	 3.	 Kelly TN, Bazzano LA, Fonseca VA, Thethi TK, Reynolds K, He J. 
Systematic review: glucose control and cardiovascular disease 
in type 2 diabetes. Ann Intern Med 2009;151(6):394–403.

	 4.	 Schwarz UI. Clinical relevance of genetic polymorphisms in the 
human CYP2C9 gene. Eur J Clin Invest 2003;33:23–30.

	 5.	 Zhou SF, Zhou ZW, Huang M. Polymorphisms of human cyto-
chrome P450 2C9 and the functional relevance. Toxicology 
2010;278(2):165–88.

	 6.	 Si D, Guo Y, Zhang Y, Yang L, Zhou H, Zhong D. Identification 
of a novel variant CYP2C9 allele in Chinese. Pharmacogenetics 
2004;14(7):465–9.

	 7.	 Zhou SF, Ming Di Y, Chan E, Du YM, Chow VD, Xue CC, et al. 
Clinical pharmacogenetics and potential application in personal-
ized medicine. Curr Drug Metab 2008;9(8):738–84.

	 8.	 American Diabetes Association. Standards of medical care in 
diabetes–2012. Diabetes Care 2012; 35:S11.

	 9.	 Sullivan-Klose TH, Ghanayem BI, Bell DA, Zhang ZY, Kaminsky 
LS, Shenfleld GM, et al. The role of the CFP2C9-Leu 359 allelic 
variant in the tolbutamide polymorphism. Pharmacogenetics 
1996;6(4):341–9.

10.	 Edwards IR, Aronson JK. Adverse drug reactions: definitions,  
diagnosis, and management. The Lancet 2000;356(9237):1255–9.

11.	 Kirchheiner J, Roots I, Goldammer M, Rosenkranz B, 
Brockmöller J. Effect of genetic polymorphisms in cytochrome 
P450 (CYP) 2C9 and CYP2C8 on the pharmacokinetics of oral 
antidiabetic drugs. Clini Pharmacokinet 2005;44(12):1209–25.

12.	 Becker ML, Visser LE, Trienekens PH, Hofman A, Schaik RH, 
Stricker B. Cytochrome P450 2C9* 2 and* 3 polymorphisms and 
the dose and effect of sulfonylurea in type II diabetes mellitus. 
Clin Pharmacol Ther 2008;83(2):288–92.

13.	 Kirchheiner J, Brockmöller J. Clinical consequences of cyto-
chrome P450 2C9 polymorphisms. Clin Pharmacol Ther 2005; 
77(1):1–6.

How to cite this article: Bhattacharya PK, Dutta B, Roy A. 
Frequency of Cyp2c93* allele in patients with type 2 diabetes 
mellitus on sulfonylurea therapy. Int J Med Sci Public Health 
2016;5:2471-2474

Source of Support: Nil, Conflict of Interest: None declared.


